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Counting SNPs

• Using the table browser at the UCSC genome database

(http://genome.ucsc.edu/cgi-bin/hgTables?org=human)

• Comparing chr4 of eight different human individuals

(1) YanHuang (Han Chinese individual, anonymous) 

(2) Seong-Jin Kim (Korean)

(3) James Watson

(4) Craig Venter

(5) YRI NA18507 (Yoruba, anonymous of the 1000 Genomes Project)

(6) NA12891 (Central European origin, anonymous of the 1000 

Genomes Project)

(7) ABT (Desmond Tutu)

(8) KB1, Khoisan/Bushmen individual

http://genome.ucsc.edu/cgi-bin/hgTables?org=human


Counting SNPs

http://genome.ucsc.edu/index.html



Counting SNPs



$ cd [User_Folder]
$ mkdir session14
$ cd session14

Basic Shell Commands



$ cp /home/biguser/tutor/session14/snp.txt .
$ less snp.txt

Counting SNPs



Counting SNPs

• The first column is position

• Nucleotides from eight individuals

• The last column is the nucleotide of chimpanzee

• Positions where at least one genome has an unknown 

base have been removed

• Positions containing the same nucleotide in all nine 

genomes have been removed



Counting SNPs



Counting SNPs

Create a distance matrix from SNPs of 9 genomes

$ vi snp.py



Counting SNPs

$ python snp.py



Counting SNPs

$ python snp.py

i j



Counting SNPs



Counting SNPs

$ python snp.py

$ python snp.py > snp.out



Phylip package - neighbor

• Phylip package

(https://phylipweb.github.io/phylip/)



Phylip package - neighbor



Phylip package - neighbor

outfile

outtree



NJplot

• NJplot

(http://doua.prabi.fr/software/njplot)



NCBI tree viewer

• NCBI tree viewer

(https://www.ncbi.nlm.nih.gov/projects/treeview/)



Exercise

 The file ‘chr4snp.txt’ is a list of SNPs in the human 

chromosome 4, according to dbSNP build 130. 

Write a Python script that will list the SNPs 

(positions) that are present in this file but that are 

not found in the file ‘snp.txt’. The file ‘chr4snp.txt’

uses ‘zero-based’ numbering. From a practical point 

of view, this means that the third column positions in 

that file are comparable to the position numbers in 

‘snp.txt’.
cp /home/biguser/tutor/session14/chr4snp.txt .



Exercise

Snp.txt chr4snp.txt실제 position

Chr4snp.txt 에 있는 snp 들중 snp.txt에 없는 position을 출력 할 것!



Exercise
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